Supplementary Figures and Tables:
Supplementary Figure 1 . Scheme of crystal packing of GGCAGCAGCC duplexes along the helix axes in (A) the trigonal and (B) the rhombohedral lattice. The RNA duplexes form columns represented by violet circles. Although the space groups are different, the packing of molecules shows similarity. (C) and (D) show perpendicular views of the two models superimposed. In the trigonal (pink) and rhombohedral (green) structure two neighbouring columns can be superimposed while in the third the duplexes are screw-rotated by half a turn.
Supplementary Figure 2.
Ribose-ribose interactions between two symmetry-related (GGCAGCAGCC) 2 molecules ion the rhombohedral structure. The four C-H···O bonds are pairwise symmetric. Donor-acceptor distances are marked in Å. The contours correspond to the 2F o -F c electron density at the 1 σ level.
Supplementary Figure 3.
A comparison of the major groove width in the CAG-and CUG-containing duplexes: (GGCAGCAGCC) 2 (left) and (GCUGCUGC) 2 (right).
Supplementary Figure 4.
A comparison of A-A (top) and U-U (bottom) base pairs and their hydration patterns.
Supplementary Figure 5.
A comparison of the electrostatic potential surfaces of CAG-and CUGcontaining duplexes: two stacked (GGCAGCAGCC) 2 (left) and three (GCUGCUGC) 2 (right). 
Supplementary
, where I i (hkl) and <I(hkl)> are the observed individual and mean intensities of a reflection with the indices hkl, respectively, ∑ i is the sum over i measurements of a reflection with the indices hkl, and ∑ hkl is the sum over all reflections. 

